APPENDIX A 



I 



R1D-1 105489063-30856-30166294485. BLASTQ4, http://vAvw.ncbi.nlm.nih.gov/BLAST/Blastxgi 

> 3\i??-J^^S i Jl9Pl^£S i ^3?.3?^?J SB Homo sapiens chromosome 10 clone CIT967SK- 114 4G6 map I0q25.1, complete 
sequence 
Length = 121774 

Score «» 1405 bits (709), Expect - 0.0 
Identities = 747/753 (99%), Gaps = 5/753 f0%) 
Strand - Plus / Plus 

Query: 2614 gga t tc t t gagacgcccctgaggcacatggct cccgtgcaggagggcagcagccgtaecc 2673 
Sbjct: 76153 ggat tct tgagacgcccctgaggcaca tggctcccgtgcaggagggcagcagccgtaccc 78212 

Query: 2674 ctcccagcaactacagagaaggcctgggcactgaaatggtgcctaccttctggaatgtct 2733 
Sbjct: 76213 ctcccagcaactacagagaaggcctgggcactgaaatggtgcctaccttctggaatgtct 78272 

Query: 2734 gtgccccaggtccttagaatgtctgcttcccgccgtggccaggaccactattctcactga 2793 
Sbjct: 78273 gtgccccaggtcc t tagaatgtc tgct tcccgccgtggccaggaccactat cctcactga 78332 

Query: 2794 gggaggaggatgtcccaactgcagccatgctgcctagagacaagaaagcagctgatgtca 285 3 
Sbjct: 78333 gggaggaggacgtcccaactgcagcca tgc tgct tagagacaagaaagcagctgat gtca 78392 

Query: 2354 cccacaaacgatgLtgctgaaaagctctgatgtgtaagtaaatacccacttLctgcacct 2913 
Sbjct: 78393 cccacaaa cga t g t eg t tgaaaagt. 1 1 tga t gt g t aagtaaa t acccac 1 1 1 c t g c acc t 78452 

Query: 2914 gc tgtgcc t tgt tgaggc ta tgtcatctgccacc t t tccct tgaggataaacaaggggtc 2973 
Sbjct: 78453 gctgtgccttgt tgaggc tatgtcatctgccacct ttccct tgaggataaacaaggggtc 78512 

Query: 2974 c tgaagact taaa t ttageggee tgacgttcc t ttgcacacaatcaatgctcgccagaa t 3033 
Sbjct: 78513 c tgaagac t taaa t t tageggee t gacg t tec t t t gcacacaatcaatgc tegecagaa t 78572 

Query: 3034 gttgttgacacagtaatgcccagcagaggcctttactagagcfltcctttggacggcgaag 3093 
Sbjct: 78573 gttgr tgacacagtaatgcccagcagaggcctttactagagcatcctttggacggcgaag 78632 

Query: 3094 gccacggcc t c tcaagatggaaagcagcagct 1 1 tccac c tccccagagacaccc tggar. .3153 
Sbjct: 78633 gccacggcctt tcaagatggaaagcagcagct t ccccacttccccagagacattctggat 73592 

Query: 3154 gcatt tgcactgagtctgaaagggggcttgagggacgtctgtgacctcttggcgaccgcc 3213 
Sbjct: 7B693 gcat t cgea t tgagtctgaaagggggc t tgagggacgtt tgtgacttc - tggcgactgcc 78751 

Query: 3214 ttccgtgtgtggaagagac^ 3272 
Sbjct: 78752 t t t tgtgtg tggaagagac t t ggaaagy t c ccagac tgaaa tgtgaccaa t t aaccagc t 78313. 

Query: 3273 tggttgatgatgggggaggggc 3 3 3G 

Sbjct: 78812 tgt ttgatgatgggggaggggctgag - tgtgcaatgggcccaggtctggaggggccacgt 78e70 

Query: 3331 aaaatcgt tctgag tegtgagcay tg tccacc t 3363 
Sbjct: 78871 aaaatcgt tccgagtcgtgagcagcgcccaccc 78903 



Score = 1140 bits (575), Expect = 0.0 
Identities * 575/575 (100%) 
Strand « Plus / Plus 

Query: 1324 gece ^| aa ^ ^ a |cctggaatgcagggtcgacctcc tct tcctgctggacagcr.ctgcg 1383 
Sbjct: 72874 gccctgaagctgagcccggaatgcagggtcgaccccctccccctgctggacagctctgcg 72933 

Ouerv. 1384 aqcaccactctqaacaact tcctacaoqccaaaatc t tcataaaacqgt t tatacaaacc 1443 
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~ ' , niiillilllTTlinilllliTinTiliiiTlliiiTiTiiliTTiiiTiTiTTTn 

Sbjct: 72934 ggcaccac tc tggacggct tec tgcgggccaaagtct tcgtgaagcggt t tgtgcgggcc 72993 
Query: 1444 gtgctgagcgaggactctcgggcccgagtgggtgtggccacotacagcagggagctgctg 1503 

I IM M M MM MMIMII IM H 1 1 1 Mi I M 1 1 1 1 1 1 1 II MM II M 1 1 1 1 1 1 1 
Sbjct: 72994 gtgctgagcgaggactctcgggcccgagtgggtgtggccacatacagcagggagctgctg 73053 

Query: 1504 gtggcggtgcctgtgggggagtaccaggatgtgcctgacctggtctggagcctcgatggc 1563 

I M Mi M MM MMI MM IMMIMMM II 1 1 1 II II II IMMil I II II MM 

Sbjct: 73054 gtggcggtgcctgtgggggagtaccaggatgtgcctgacctggtctggagcctcgatggc 73113 
Query: 1564 attccct tccgtggtggccccaccctgacgggcagtgcct tgcggcaggcggcagagcgt 1623 

IM MM Mill I IIIIMII Mill IIIIIMH;ill Mill I IIMMIIi HUM 

Sbjct: 73114 attcccttccgtggtggccccaccctgacgggcagtgccttgcggcaggcggcagagcgt 73173 

Query: 1624 ggct tcgggagcgccaccaggacaggccaggaccggccacgtagagtggtggt t ttgetc 1683 

MM MM HIM MIMIM MIIMIIIIIIII MIIMIIM M IM IIIMIIII 

Sbjct: 73174 ggcttcgggagcgccaccaggacaggccaggaccggccacgtagagtggtggttttgctc 73233 
Query: 16B4 actgagtcacactccgaggatgaggttgcgggcccagcgcgtcacgcaagggcgcgagag 1743 

1 1 1 f 1 ! 1 1 M 1 1 M 1 1 1 1 1 1 M 1 1 M i 1 1 1 1 i 1 1 II 1 1 1 1 1 1 II [ I M 1 1 1 1 

Sbjct: 73234 actgagtcacactccgaggatgaggttgcgggcccagcgcgtcacgcaagggcgcgagag 73293 
Query: 1744 ctgctcctgctgggtgtaggcagtgaggccgtgcgggcagagctggaggagatcacaggc 1803 

I Mill II II Mill II II I II II II I lllllllilllll II I II II Mill IMI 1 1 1 1 

Sbjct: 73294 ctgctcctgctgggtgtaggcagtgaggccgtgcgggcagagctggaggaga tcacaggc 73353 
Query: 1804 agcccaaagcatgtgatggtctactcggatcctcaggatctgttcaaccaaatccctgag 1863 

IIMIIIIIIIMIIII Mill MM | Mil IMIMIIIIIIIIIIMIIIII MUM 

Sbjct: 73354 agcccaaagcatgtgatggtctac teggatec tcagga tc tgt tcaaccaaa tccc tgag 73413 
Query: 1864 ctgcaggggaagctgtgcagccggcagcggccagg 1898 

i in m hum i iiiiiii ii ii ii i mi ii i 

Sbjct: 73414 ctgcaggggaagctgtgcagccggcagcggccagg 73448 



Score - 1076 bite (543), Expect * 0.0 
Identities = 553/555 (99%), Gaps - 1/555 (0%) 
Strand » Plus / Plus 



Query: 1895 cagggtgccggacacaagccctggacctcgtcttcatgttggacacctctgcctcagtac 1954 

MM MM MM 1 II II M I II II II Ml II II I MM II I M M II 1 1 1 II MM! M 
Sbjct: 75871 cagggtgccggacacaagccctggacctcgtcttcatgttggacacctctgcctcagtag 75930 

Query: 1955 ggcccgagaattttgctcagatgcagagctttgtgagaagctgtgccctccagtttgagg 2014 

IM 1 1,11 III I HIM II I M II IIIIIII Ml MM II M I II II M I IMI MMM 

Sbjct: 75931 ggcccgagaa t t ttgctcagatgcagagctt tgtgagaagctgtgccctccagt t tgagg 75990 
Query: 2015 tgaaccctgacgtgacacaggtcggcctggtggtgtatggcagccaggtgcagactgcct 2074 

MIMMMMMMMMMIMMMMMMMMMMMMI MUM IMMI! 

Sbjct: 75991 tgaaccctgacg tgacacaggtcggcc tggtggtgtatggcagccaggtgcagactgcct 76050 
Query: 2075 tcgggctggacaccaaacccacccgggctgcgatgctgcgggccat tagccaggccccct 2134 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 76051 tcgggctggacaccaaacccacccgggctgcgatgctgcgggccattagccaggccccct 76110 

Query: 2135 acctaggtggg- tgggctcagccggcaccgccctgctgcacatctatgacaaagcgatga 2193 

IMMIMMI Mill M I II II M IMM 'I Ml II II I II II M I M M M MiM I 
Sbjct: 76111 acctaggtggggtgggctcagccggcaccgccctgctgcacatctatgacaaagtgatga 76170 

Query: 2194 ccgtccagaggggtgcccggcctggtgtccccaaagctgtggtggtgctcacaggcggga 2253 

1 1 MM IMM MM MM! II II M Ml II I M MM II I II II M M; II M I I: i:: 
Sbjct: 76171 ccgtccagaggggtgcccggcctggtgtccccaaagctgtggtggtgctcacaggcggga 76230 

Query: 2254 gaggegcagagga tgcagccgttcctgcccagaagctgaggaacaatggcatctctgtct 2313 

IMMIMMMMMMMMMMMMIMMIMMlMMMIMMIM Mill 

Sbjct: 76231 gaggcgcagaggatgcagccgttcctgcccagaagctgaggaacaatggcatctctgtct 76290 



Query: 2314 tggtcgtgggcgtggggcctgtcctaagtgagggtctgc 2373 
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II I lllil II II! I I II II I I! II I I I II Mil I II II I I I II II III III M III 
Sbjct: 76291 tggtcgtgggcgtggggcctgtcctaagtgagggtctgcggaggcttgcaggtccccggg 76350 

Query: 2374 attccctgatccacgtggcagcttacgccgacctgcggtaccaccaggacgtgctcattg 2433 

MM llllll MMM I M IMMMMMMMII I MM II I III 1 1 MIMMMM 

Sbjct: 76351 attccctgatccacgtggcagct tacgccgacctgcggtaccaccaggacgtgctcattg 76410 



Query: 2434 agtggctgtgtggag 2448 

mi i him inn 

Sbjct: 76411 agtggctgtgtggag 76425 



Score = 626 bits (316} , Expect - e-176 
Identities = 316/316 (100*) 
Strand = Plus / Plus 



Query: 2 acagtgt tcgcggctgcaccgctcggaggctgggtgacccgcgtagaagtgaagtacttt 61 

l!!llllllllllllllllllfllllfll!lll!illflllllllllllllllllllj|| 

Sbjct: 26189 acagtgt tcgcggc tgcaccgctcggaggctgggtgacccgcgtagaagtgaagtactt t 26248 
Query: 62 tttatttgcagacctgggccgatgccgct ttaaaaaacgcgaggggctctatgcacctcc 123 

MM lllllll llllllilltllllllMllMII Mill IIMMIIIIMIIIIIIil 

Sbjct: 26249 tttatt tgcagacctgggccgatgccgct t taaaaaacgcgaggggctctatgcacctcc 26308 
Query: 122 ctggcggtagt tcctccgacctcagccgggtcgggtcgtgccgccctctcccaggagaga 181 

II IMM II II Ml Ml II M III MM MMIM III I Ml I M Ml MM M I IMM 

Sbjct: 26309 ctggcggtagttcctccgacctcagccgggtcgggtcgtgccgccctctcccaggagaga 26368 
Query: 182 caaacaggtgtcccacgtggcagccgcgccccgggcgcccctcctgtgatcccgtagcgc 241 

i II 1 1 M M M M i MM I II MM II! Mill! Ml II I II M I IMM M II 1 1 II 1 1 

Sbjct: 26369 caaacaggtgtcccacgtggcagccgcgccccgggcgcccctcc tgtga tcccgtagcgc 26428 
Query: 242 cccctggcccgagccgcgcccgggtctgtgagtagagccgcccgggcaccgagcgctggt 301 

MMIM MMMMMMMMMMMIMMMMMMMMMMIMMIMM 

Sbjct: 26429 cccctggcccgagccgcgcccgggtctgtgagtagagccgcccgggcaccgagcgctggt 26488 



Query: 302 cgccgctctccttccg 317 

r I e 1 1 1 1 1 n 1 1 1 1 1 E 

Sbjct: 26489 cgccgctctcct tccg 26504 



Score - 391 bits (197), Expect = e-105 
Identities » 197/197 (100%) 
Strand = Plus / Plus 



Query: 699 aggagggcgcacggagacggaacttgctctgaaataccttctgcacagagggttgcctgg 758 

II M Ml UMMMIIIMI I MM Mill Mil III II IMII II I MM Mill II I 

Sbjct: 59676 aggagggcgcacggagacggaacttgctctgaaatacct tctgcacagagggttgcctgg 59735 

Query: 759 aggcagaaatgcttctgtgccccagatcctcatcatcgtcactgatgggaagtcccaggg 818 

IIIIIMIf M I MM I M II MM MINI MMIM MM IM III M II II MMM 

Sbjct: 59736 aggcagaaatgc ttctgtgccccagatcctcatcatcgtcactgatgggaagtcccaggg 59795 

Query: 819 ggatgtggcactgccatccaagcagctgaaggaaaggggtgtcactgtgtttgctgtggg 878 

IMIMI MIMMMMMM IMMIMMMMMMM III Mill IMIMMM 

Sbjct: 59796 ggatgtggcactgccatccaagcagctgaaggaaaggggtgtcactgtgt ttgctgtggg 59855 



Query: 879 ggtcaggtttcccaggt 895 

IMIMI M MIMMi 

Sbjct: 59856 ggtcaggtttcccaggt 59872 



Score = 335 bits (169) , Expect = 4e-88 
Identities - 169/169 (100%) 
Strand = Plus / Plus 
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Query: 2447 agaagccaagcagccagtcaacctctgcaaacccagcccgtgcatgaatgagggcaqctq 2506 

* illMlllllillliliiiliiiliiiiiiiiiiiTlilTliiiiTlllTiiiTiliiiT 

&ojct: //1/4 agaagccaagcagccagtcaacctctgcaaacccagcccgtgcatgaatgagggcagctg 77233 

Query: 2507 cgtcctgcagaatgggagctaccgctgcaagtgtcgggatggctgggagggcccccactg 2566 

Ch . h I IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIITII I 

Sbjct: 77234 cgtcctgcagaa tgggagc taccgc tgcaagtgtcgggatggctgggagggcccccactg 77293 

Query: 2567 cgagaaccgtgagtggagccct tgctctgtatgtgtgagccaggga tgg 2615 

sh . „ ,„ M INIIII I 1 1 1 Mil Mill Mill I Mil I II 

Sbjct: 77294 cgagaaccgtgagtggagctcttgctctgta tgtgtgagccagggatgg 77342 



Score = 272 bits (137) , Expect - 5e-69 
Identities = 137/137 (100%) 
Strand = Plus / Plus 



Query: 891 caggtgggaggagctgcatgcactggccagcgagcctagagggcagcacgtgctgttggc 950 

_,. h £aoa , II I Mil Mill Ml Illlllll Mill Mill HUH || 

bbjct: 64847 caggtgggaggagctgca tgcactggccagcgagcc tagagggcagcacgtgctgt tggc 64906 

Query: 951 tgagcaggtggaggatgccaccaacggcctcttcagcaccctcagcagctcggccatctq 1010 

oh . , c ^ nn iiiiiiiiiiiiiiiiiiiiiiiiiiiitiniiiii i j 1 1 1 ; 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct.- 64907 tgagcaggtggaggatgccaccaacggcctcttcagcaccctcagcagctcggccatctg 64966 

Query: 1011 ctccagcgccacgccag 1027 

iiiiiiiiiiiiiiiii 

Sbjct: 64967 c tccagcgccacgccag 64983 



Score = 270 bits (136), Expect 
Identities = 136/136 (100%) 
Strand « Plus / Plus 



2e-68 



Query: 1025 cagactgcagggtcgaggctcacccctgtgagcacaggacgctggagatggtccgggagt 1034 

CK . „ c , iiiiiiiiiiiiiiiiiiiiiiiimimii iiiiiiiiiiiiiiiiiiii 

Sbjct: 65652 cagactgcagggtcgaggctcacccctgtgagcacaggacgctggagatggtccgggagt 65711 
Query; 1085 tcgctggcaatgccccatgctggagaggatcgcggcggaccct tgcggtgctggctgcac 1144 

IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII Illlllllll 

Sbjct: 65712 tcgctggcaatgccccatgctggagaggatcgcggcggacccttgcggtgctggctgcac 65771 

Query: 1145 actgtcccttctacag 1160 

I I I I I I I I I I I I I I M 
Sbjct: 65772 ac tgtccct tctacag 65787 



Score = 270 bits (136) , Expect = 2e-68 
Identities - 136/136 (100%) 
Strand = Plus / Plus 



Query: 455 tgatgtggtgctcggctgcagtggacatcatgtttctgttagatgggtctaacagcgtcg 514 

llliMiilllMllltlfllllllilllMMIMIilMlliilllllllltllllll 

Sbjct: 41851 tgatgtggtgctcggctgcagtggacatcatgtttctgttagatgggtctaacagcgtcg 41910 
Query: 515 ggaaagggagct ttgaaaggtccaagcactttgccatcacagtc tgtgacggtc tggaca 574 

IIMIIIItlllinilMIIIIMIIMt! IMIIiililltlll II llllllllllll 

Sbjct: 41911 ggaaagggagctttgaaaggtccaagcactttgccatcacagtccgtgacggtctggaca 41970 



Query: 575 tcagccccgagagggt 590 

iiiiiiiiiiiiiin 

Sbjct: 41971 tcagccccgagagggt 41986 
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Score - 220 bits (111), Expect = 2e-53 
Identities *= 111/111 (100%> 
Strand - Plus / Plus 

Query: 588 ggtcagagtgggagcattccagttcagttccactcctcatctggaattccccttggattc 647 

MiMlMIMIIIII II II M III Mil III MMMM IMII II IIIIMMMI I ! 

Sbjct: 48121 ggtcagagtgggagcattccagttcagttccactcctcatctggaattccccttggattc 48180 
Query: 648 attttcaacccaacaggaagtgaaggcaagaatcaagaggatggttt ccaa 698 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiiiii 

Sbjct: 48181 attttcaacccaacaggaagtgaaggcaagaatcaagaggatggttttcaa 48231 



Score - 218 bits (110) , Expect » 7e-53 
Identities = 110/110 (100%) 
Strand » Plus / Plus 

Query: 1215 aggcccctgtgactcgcagccctgccagaatggaggcacatgtgttccagaaggactgga 1274 

III II M I; il III Mil II I M IIMH M Hill II 1 1 III llll II iiilltlll 1 1 
Sbjct: 71797 aggcccctgtgactcgcagccctgccagaatggaggcacatgtgttccagaaggactgga 71856 

Query: 1275 cggctaccagtgcctctgcccgctggcctttggaggggaggctaactgtg 1324 

III IMIIMllllMIIMI IIIMIIIMIIIIIIIIIIII Itlllll 

Sbjct: 71857 cggc taccagtgcc tctgcccgc tggcct t tggaggggaggc t aac tgtg 71906 



Score = 153 bits (77) , Expect ■= 3e-33 
Identities = 77/77 (100%) 
Strand - Plus / Plus 

Query: 378 agtgcccccatctctccctctccaggaagtccatgtaagcaaagaaaccatcgggaagat 437 

n i mm im tinn; i : i in nil i iiiihiii i in mi i iiniiiii in 

Sbjct: 40585 agtgcccccatctctccctctccaggaagtccatgtaagcaaagaaaccatcgggaagat 40644 
Query: 438 ttcagctgccagcaaaa 4 54 

iiMimin iii ii i 

Sbjct: 40645 t tcagctgccagcaaaa 40661 



Score = 117 bits (59) , Expect = 2e-22 
Identities «■ 59/59 (100%) 
Strand = Plus / Plus 

Query: 1159 agctggaagagagtgttcctaacccaccctgccacctgctacaggaccacctgcccagg 1217 

OK- ► «„„ IMIIIIIIIIIIIIIIIIIIIIIIIIIIIillllllllllllllllllllllMIIII 

Sbjct : 69450 agctggaagagagtgt tcctaacccaccctgccacctgctacaggaccacctgcccagg 69508 



Score - 117 bits (59) , Expect = 2e-22 
Identities = 62/63 (98%) 
Strand » Plus / Plus 

Query: 317 gt tatatcaacatgccccctt tcctgttgctggaggccgtctgtgtt ttcctgtt ttcca 376 

sbict 3fifi ™ ' 1 1 HillllllllllllllMIIHIIIl MIMIillltlMlliiltllllt 

Sbjct. 35639 gttatatcaacatgccccctctcctgttgctggaagccgtctgtgttttcctgttttcca 35698 

Query: 377 gag 3 79 
III 

Sbjct: 35699 gag 35701 
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